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Request Form Molecular Genetics  

Enclosed sample of:   female    male 

Date of sample collection: 

Family name:  
 

First name: 
 

Date of birth: 

Address: 
 

Patient ethnicity: 

Sender´s name and direction: Hospital / Ward / 
Outpatients Department / Name of Physician (stamp) 
 
 
 
 
 
 
 
 
Phone no.:                             Fax no: 

 

Coverage of costs: 

 Public Health 
Insurance / Outpatient  
(with referral letter) 

 Public Health 
Insurance / 
Inpatient 

 Private 
Health Insurance 
/ Outpatient 

 Private Health 
Insurance /  
Inpatient 

 Self-paying 
patient 

 

Patient Information  

Indication:  

 

 

 
 

If applicable, pedigree //description of symptoms //details on pregnancy (week of gestation) // if applicable, copies of previous medical reports 
Key disease symptoms: 1.                                          2.                                         3.                                          4,  

Consanguinity:                                      yes               no 

Status post stem cell transplantation:   yes               no 

Additional information: 
 Please complete if molecular genetic testing has been carried out in your family previously: 

 Family name or name of index patient: _____________________________ 

When and where? ___________________________ (in case of external analyses, medical report must be attached) 

 Samples of other family members:           have already been dispatched:            will follow: 

 Family name, First name,  Date of birth      Degree of kinship    Affected?   

 _________________   ____________     mother       ______________ 

 _________________   ____________     father       ______________ 

 _________________   ____________     further child(ren)    ______________ 

Material:  DNA  EDTA-blood  heparin-blood  buccal mucosa  saliva  chorionic villi  amniotic fluid  

 eyebrow hairs  nails  other: _________ 

 

Name of treating physician:........................................................................Phone no:...................................... 
(capital letters) 
 

……………………………………………………………………………………………………………………………….. 
Date and signature of treating physician 

See next pages for request  

Please do not forget to fill in informed consent and declaration of assumption of costs!  
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Please tick appropriate box(es) 

 Storage of DNA specimen (an appropriate declaration of consent is required – without it, sample material will be 
destroyed after one month)  

 Testing for maternal contamination of fetal sample in prenatal diagnosis 

 Exome-wide analysis based on single whole genome sequencing including genome-wide detection of deletions and 
duplications ► blood samples from patient and his / her parents are required. Please provide detailed medical reference 
information including key disease symptoms and / or HPO terms (https://hpo.jax.org/app/) and, if possible, a recent medical 
report 

 Exome-wide analysis based on trio whole genome sequencing including genome-wide detection of deletions and 
duplications ► blood samples from patient and his / her parents are required. Please provide detailed medical reference 
information including key disease symptoms and / or HPO terms (https://hpo.jax.org/app/) and, if possible, a recent medical 
report. 

 Including analysis of mitochondrial DNA of the above selected genome sequencing in cases of a suspected 
mitochondrial disease 

  Preimplantation genetic diagnosis (PGD)  ►Prior notification is required 

 Identification of family-specific polymorphic markers linked to the disease-related gene 

 Testing of the established family-specific (likely) pathogenic variant detection strategy on single cells (leucocytes) 

Specific indications: 

 Angelman syndrome 

 incl. chromosome analysis 

 Azoospermia (AZF)#1 

 incl. chromosome analysis 

Cystic fibrosis (CF) and CFTR related diseases (incl. obstructive azoospermia) (CFTR gene) 

Patient ethnicity____________ (important for risk calculation) 

 Screening for 50 most frequent pathogenic CFTR variants 

 Complete gene analysis (Sanger sequencing of the coding region and MLPA) 

 DMD / BMD Muscular dystrophy type Duchenne or type Becker (DMD gene) 

 Fragile X syndrome (FMR1 gene) 

 incl. chromosome analysis 

Hereditary amyloidosis  

 Transthyretin (TTR gene) 

 Apolipoprotein A-I (APOA1 gene) 

 Fibrinogen alpha (FGA gene) 
 

Huntington disease (repeat number in the HTT gene) 

 Test of symptomatic individual 

 Presymptomatic test (genetic counseling is mandatory prior to the testing) 

Marfan syndrome and other connective tissue diseases (virtual multigene panel based on whole genome sequencing#2) 

 Marfan syndrome und type 1 fibrillinopathy 

 Thoracic aortic dilatations 

Nephrogenetic indications (virtual multigene panel based on whole genome sequencing#2) 

 Congenital anomalies of the kidney and urinary tract (CAKUT) 

 Glomerular diseases 

 Tubular diseases  

 Cystic and ciliopathy-related kidney diseases 

 Prader-Willi syndrome 

 incl. chromosome analysis 

Pulmonary Arterial Hypertension (PAH) / Osler-Rendu-Weber Disease (Hereditary Hemorrhagic Telangiectasia; HHT) / 
Pulmonary Veno-Occlusive Disease (PVOD) (virtual multigene panel based on whole genome sequencing #2  incl. MLPA for 
the genes ACVRL1, BMPR2 and ENG) 

 PAH / PVOD  

 HHT 

 Spinal muscular atrophy (SMA) (copy numbers exon 7 of the SMN1 and SMN2 gene) 

#1: non-accredited analysis 
#2: A complete list of the genes included in the multigene panel is provided in the appendix.   
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Uniparental disomy / Microsatellite analysis ► blood samples of the patient and his / her parents are required 

 UPD chromosome 7 

 UPD chromosome 14 

 UPD chromosome 15  
 UPD chromosome X  

Pharmacogenetics: 

 Testing for the following clinically relevant variants in DPYD gene due to (planned) 5-fluorouracil-based therapy:  
 c.1129-5923C>G (Haplotyp B3), c.1679T>G (DPYD*13), c.1905+1G>A (DPYD*2A), c.557A>G, c.868A>G, c.2279C>T, c.2846A>T 

Metabolic disorders: 

 Congenital adrenal hyperplasia (21-Hydroxylase deficiency; CAH) (CYP21A2 gene)  

 Glutaric aciduria type I (GCDH gene) 

 MCAD deficiency (ACADM gene) 

 Ornithine transcarbamylase deficiency (OTC gene)  

 Phenylketonuria/ Hyperphenylalaninemia (PAH gene) 

 Hyperphenylalaninemia (DNAJC12 gene)#1 

 Smith-Lemli-Opitz syndrome (DHCR7 gene) 

 Fabry disease (GLA gene)#1 

Hereditary tumor diseases 

 Therapeutic relevance BRCA1 and BRCA2 gene (multigene panel #2,#6) 

 Breast and ovarian cancer (multigene panel #2,#6) 

 Breast and ovarian cancer, extended (multigene panel #2,#6) 

 Gastrointestinal tumors (multigene panel #2,#6) 

 Pancreatic cancer (virtual multigene panel based on whole genome sequencing#2) 

 Prostate cancer (virtual multigene panel based on whole genome sequencing#2) 

 Skin tumors (virtual multigene panel based on whole genome sequencing#2) 

 Tumors of the nervous system (virtual multigene panel based on whole genome sequencing#2) 

 Renal tumors (virtual multigene panel based on whole genome sequencing#2) 

 Endocrine tumors (virtual multigene panel based on whole genome sequencing#2) 

 Rasopathy syndromes (virtual multigene panel based on whole genome sequencing#2) 

 Comprehensive tumor panel (virtual multigene panel based on whole genome sequencing#2) 

#1: non-accredited analysis 
#2: A complete list of the genes included in the multigene panel is provided in the appendix. 
#6: CNV analysis not accredited 

 

 

Type of specimen: 3-7 ml EDTA blood (children 1-3 ml) or other material (see directory of services) or upon request 

(in case of karyotyping 5-7 ml NH4 Heparin blood) 

 
Please clearly label the sample tube with the patient´s name and date of birth and send specimen at room temperature to: 

        Laboratory for Molecular Genetic Diagnostics  
       Institute of Human Genetics 
   Im Neuenheimer Feld 366 
   69120 Heidelberg 
   Germany   
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Appendix:  

Marfan syndrome and other connective tissue diseases: 
Marfan syndrome und type 1 fibrillinopathy: 3 genes, 11,8 kb 

FBN1, TGFBR1, TGFBR2 

Thoracic aortic dilatations: 9 genes, 31,6 kb 

ACTA2, COL3A1, FBN1, MYH11, MYLK, SMAD3, TGFB2, TGFBR1, TGFBR2 

Nephrogenetic indications: 
Congenital anomalies of the kidney and urinary tract (CAKUT): 105 genes, 219,7 kb 

ACE, ACTG2, AFF3, AGT, AGTR1, ANOS1, ARHGEF6, BICC1, BMP4, BNC2, CCBE1, CCNQ, CDC5L, CENPF, CEP55, CHD7, 
CHRM3, CHRNA3, COL4A1, DACT1, DHCR7, DSTYK, EXOC3L2, EYA1, FAM20C, FAT4, FGF20, FIBP, FOXC1, FOXC2, 
FRAS1, FREM1, FREM2, GATA3, GDNF, GFRA1, GLI3, GPC3, GREB1L, GRIP1, HAAO, HNF1B, HOXA13, HPSE2, HSPA9, 
ITGA3, ITGA8, JAG1, KAT6B, KDM6A, KIF14, KMT2D, KYNU, LIFR, LMOD1, LRIG2, LRP4, MYH11, MYLK, MYOCD, 
NADSYN1, NEK8, NFIA, NIPBL, NPHP3, NPNT, NRIP1, PAN2, PAX2, PAX8, PBX1, PLVAP, PPP1R12A, REN, RET, ROBO1, 
ROBO2, ROR2, SALL1, SALL4, SEC61A1, SHROOM4, SIX5, SLIT2, SON, SOX11, SOX17, SRGAP1, STRA6, TBX1, TBX18, 
TFAP2A, TMEM260, TNXB, TRAP1, UMOD, UPK3A, WBP11, WLS, WNT4, WNT5A, WNT9B, WT1, ZIC3, ZMYM2 

Glomerular diseases: 93 genes, 266,6 kb 

ACTN4, ADAMTS13, AMN, ANLN, APOE, APOL1, ARHGAP24, ARHGDIA, AVIL, C1GALT1C1, C1QA, C1QB, C1QC, C3, 
CD151, CD2AP, CD46, CFB, CFD, CFH, CFHR1, CFHR2, CFHR3, CFHR4, CFHR5, CFI, CLCN5, COL4A1, COL4A3, COL4A4, 
COL4A5, COQ2, COQ6, COQ8B, CRB2, CUBN, DAAM2, DGKE, DKC1, EMP2, FAT1, FN1, GLA, GON7, INF2, ITGA3, ITGB4, 
KANK1, KANK2, KANK4, KIRREL1, LAGE3, LAMA5, LAMB2, LCAT, LMX1B, LRP2, MAFB, MAGI2, MEFV, MMACHC, MYH9, 
MYO1E, NOS1AP, NPHP4, NPHS1, NPHS2, NUP107, NUP133, NUP160, NUP205, NUP85, NUP93, OCRL, OSGEP, PAX2, 
PDSS2, PLCE1, PTPRO, SCARB2, SGPL1, SMARCAL1, TBC1D8B, THBD, TNS2, TP53RK, TPRKB, TRIM8, TRPC6, WDR4, 
WDR73, WT1, YRDC 

Tubular diseases: 133 genes, 280,5 kb 

ABCC6, ACE, ADCY10, AGT, AGTR1, AGXT, ALPL, AMMECR1, AMN, AP2S1, APRT, AQP2, ASL, ATP1A1, ATP6V0A4, 
ATP6V1B1, ATP7B, AUH, AVP, AVPR2, BSND, CA2, CASR, CFTR, CLCN5, CLCNKA, CLCNKB, CLDN10, CLDN16, CLDN19, 
CLDN2, CNNM2, COQ9, COX10, CPT2, CTNS, CUBN, CUL3, CYP17A1, CYP24A1, CYP27B1, CYP2R1, CYP3A4, DMP1, 
DNAJB11, EGF, EGFR, EHHADH, FAH, FAM111A, FAM20A, FAM20C, FGF23, FLNA, FXYD2, G6PC1, GALNT3, GATM, 
GCM2, GLA, GNA11, GNAS, GRHPR, HNF1B, HNF4A, HOGA1, HPRT1, HSD11B2, KCNJ1, KCNJ10, KCNJ16, KCNJ5, KL, 
LRP2, MAGED2, MEN1, MMUT, MOCOS, MUC1, NDUFAF6, NHERF1, NIPA2, NR3C1, NR3C2, OCRL, OXGR1, PCBD1, 
PDE3A, PHEX, PTH1R, REN, RET, RMND1, RRAGD, RRM2B, SARS2, SBDS, SCNN1A, SCNN1B, SCNN1G, SEC61A1, SI, 
SLC12A1, SLC12A3, SLC1A1, SLC22A12, SLC26A1, SLC26A3, SLC2A2, SLC2A9, SLC34A1, SLC34A3, SLC36A2, SLC3A1, 
SLC41A1, SLC4A1, SLC4A4, SLC5A1, SLC5A2, SLC7A7, SLC7A9, TBX1, TMEM70, TRPM6, TRPV6, UMOD, VDR, VIPAS39, 
VPS33B, WFS1, WNK1, WNK4, XDH 

Cystic and ciliopathy-related kidney diseases: 122 genes, 343,9 kb 

AHI1, ALG8, ALG9, ALMS1, ANKS6, ARL13B, ARL3, ARL6, ARMC9, B9D1, B9D2, BBIP1, BBS1, BBS10, BBS12, BBS2, BBS4, 
BBS5, BBS7, BBS9, BICC1, C2CD3, CC2D2A, CCDC28B, CENPF, CEP104, CEP120, CEP164, CEP290, CEP41, CEP55, 
CEP83, CFAP418, CILK1, CPLANE1, CRB2, CSPP1, DCDC2, DHCR7, DLG5, DNAJB11, DYNC2H1, DYNC2I1, DYNC2I2, 
DYNC2LI1, DYNLT2B, DZIP1L, EXOC3L2, FAM149B1, FAN1, GANAB, GLI3, GLIS2, HNF1B, HYLS1, IFT122, IFT140, IFT172, 
IFT27, IFT43, IFT52, IFT57, IFT74, IFT80, IFT81, INPP5E, INTU, INVS, IQCB1, KATNIP, KIAA0586, KIAA0753, KIF14, KIF7, 
LRP5, LZTFL1, MAPKBP1, MKKS, MKS1, NEK1, NEK8, NPHP1, NPHP3, NPHP4, PAX2, PDE6D, PIBF1, PKD1, PKD2, 
PKHD1, PRKACA, PRKCSH, PSKH1, RPGRIP1L, SDCCAG8, SEC61A1, SEC63, SLC41A1, SUFU, TBC1D32, TCTN1, TCTN2, 
TCTN3, TMEM107, TMEM138, TMEM216, TMEM218, TMEM237, TMEM260, TMEM67, TOGARAM1, TRIM32, TTC21B, TTC8, 
TULP3, TXNDC15, UMOD, WDPCP, WDR19, WDR35, XPNPEP3, ZNF423 

Pulmonal-Arterielle Hypertonie (PAH) / Osler-Rendu-Weber Syndrom (Hereditäre 
Hämorrhagische Teleangiektasie; HHT) / Pulmonal Veno-Okklusive Erkrankung (PVOD) 
PAH / PVOD: 24 genes, 53,2 kb 

ABCC8, ACVRL1, AQP1, ATP13A3, BMP10, BMPR2, CAV1, EIF2AK4, ENG, FBLN2, GDF2, GGCX, KCNA5, KCNK3, KDR, 
KLF2, KLK1, PDGFD, SMAD5, SMAD6, SMAD9, SOX17, TBX4, TET2 

HHT: 6 genes, 10,6 kb 

ACVRL1, BMP10, BMPR2, ENG, GDF2, SMAD5 

Hereditary tumor diseases 
Therapeutic relevance BRCA1- and BRCA2-gene: 2 genes, 15,8 kb 

BRCA1, BRCA2 

Breast and Ovarian Cancer: 11 genes, 42,2 kb 

ATM, BARD1, BRCA1, BRCA2, BRIP1, CDH1, CHEK2, PALB2, RAD51C, RAD51D, TP53 

Breast and Ovarian Cancer, extended: 19 genes, 61,5 kb 

ATM, BARD1, BRCA1, BRCA2, BRIP1, CDH1, CHEK2, EPCAM#3, MLH1, MSH2, MSH6, MUTYH, PALB2, PTEN, RAD51C, 
RAD51D, SMARCA4, STK11, TP53 

Gastrointestinal tumors: 16 genes, 52,1 kb 

APC, ATM, CDH1, CHEK2, EPCAM#3, MLH1, MSH2, MSH6, MUTYH, NTHL1, PALB2, POLD1, POLE, PTEN, STK11, TP53 
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Pancreatic cancer: 23 genes, 68,0 kb 
APC, ATM, BARD1, BRCA1, BRCA2, CDK4, CDKN2A, CFTR, CHEK2, CPA1, CTRC, EPCAM#3, #4, GPC3, MLH1, MSH2, MSH6, 
PALB2, PMS2#5, PRKAR1A, PRSS1, SPINK1, STK11, TP53 
Prostate cancer: 15 genes, 50,8 kb 
ATM, BRCA1, BRCA2, BRIP1, CHEK2, EPCAM#3, #4, HOXB13, MLH1, MSH2, MSH6, PALB2, PMS2#5, RAD51C, RAD51D, TP53 
Skin tumors: 35 genes, 99,5 kb 
ACD, ATM, BAP1, BLM, BRCA1, BRCA2, CDK4, CDKN2A, CDKN2B, CHEK2, CYLD, DDB2, ERCC2, ERCC3, ERCC4, ERCC5, 
FLCN, MBD4, MC1R, MITF, NF1, PALB2, POLH, POT1, PTCH1, PTEN, RB1, RHBDF2, SUFU, TERF2IP, TERT, TP53, WRN, 
XPA, XPC 
Tumors of the nervous system: 47 genes, 132,3 kb 
ALK, APC, BAP1, BARD1, BRCA2, CDKN1B, CDKN1C, CDKN2A, DGCR8, DICER1, ELP1, EZH2, GPC3, GPR161, HRAS, 
KRAS, LZTR1, MEN1, MLH1, MSH2, MSH6, NF1, NF2, NRAS, NSD1, PALB2, PHOX2B, POT1, PRKAR1A, PTCH1, PTEN, 
PTPN11, RAF1, RB1, RIT1, SMARCA4, SMARCB1, SMARCE1, SOS1, SPRED1, STK11, SUFU, TP53, TSC1, TSC2, VHL, WRN 
Renal tumors: 43 genes, 130,1 kb 
AMER1, ASXL1, BAP1, BLM, BRCA2, BUB1B, CDC73, CDKN2B, CHEK2, CTR9, DICER1, DIS3L2, FBXW7, FH, FLCN, GPC3, 
KDM3B, MAD1L1, MET, MITF, MLH1, MSH6, NF1, NSD1, NYNRIN, PALB2, PTEN, REST, SDHA, SDHAF2, SDHB, SDHC, 
SDHD, SMARCA4, SMARCB1, TP53, TRIM28, TRIM37, TRIP13, TSC1, TSC2, VHL, WT1 
Endocrine tumors: 28 genes, 72,3 kb 
AIP, APC, ATM, CDC73, CDKN1B, CHEK2, DICER1, FH, MAX, MDH2, MEN1, NF1, POT1, PRKAR1A, PTEN, RET, SDHA, 
SDHAF2, SDHB, SDHC, SDHD, TMEM127, TP53, TRIM37, TSC1, TSC2, VHL, WRN 
Rasopathy syndromes: 25 genes, 52,2 kb 
BRAF, CBL, ERF, HRAS, KRAS, LZTR1, MAP2K1, MAP2K2, MAP4K4, MRAS, NF1, NRAS, PPP1CB, PTEN, PTPN11, RAF1, 
RIT1, RRAS, RRAS2, RREB1, SHOC2, SOS1, SOS2, SPRED1, SPRED2 
Comprehensive tumor panel: 177 genes, 421,6 kb 
ACD, AIP, ALK, AMER1, APC, ASXL1, ATM, AXIN2, BAP1, BARD1, BLM, BMPR1A, BRAF, BRCA1, BRCA2, BRIP1, BUB1, 
BUB1B, CBL, CDC73, CDH1, CDK4, CDKN1B, CDKN1C, CDKN2A, CDKN2B, CFTR, CHEK2, CPA1, CTC1, CTNNA1, CTR9, 
CTRC, CYLD, DDB2, DGCR8, DICER1, DIS3L2, DKC1, ELP1, EPCAM#3, #4, ERCC2, ERCC3, ERCC4, ERCC5, ERF, EXT1, 
EXT2, EZH2, FAH, FANCA, FANCB, FANCC, FANCD2, FANCE, FANCF, FANCG, FANCI, FANCL, FANCM, FBXW7, FH, FLCN, 
GALNT12, GPC3, GPR161, HOXB13, HRAS, KDM3B, KIT, KRAS, LZTR1, MAD1L1, MAD2L1BP, MAD2L2, MAP2K1, MAP2K2, 
MAP4K4, MAX, MBD4, MC1R, MDH2, MDM4, MEN1, MET, MITF, MLH1, MLH3, MNX1, MRAS, MSH2, MSH3, MSH6, MUTYH, 
NAF1, NBN, NF1, NF2, NHP2, NOP10, NRAS, NSD1, NTHL1, NYNRIN, PALB2, PARN, PDGFRA, PDGFRB, PHOX2B, PMS2#5, 
POLD1, POLE, POLH, POT1, PPP1CB, PRKAR1A, PRSS1, PTCH1, PTEN, PTPN11, RAD51C, RAD51D, RAF1, RB1, RECQL4, 
REST, RET, RHBDF2, RIT1, RNF43, RPS19, RPS20, RRAS, RRAS2, RREB1, RTEL1, SDHA, SDHAF2, SDHB, SDHC, SDHD, 
SHOC2, SLX4, SMAD4, SMARCA4, SMARCAL1, SMARCB1, SMARCE1, SOS1, SOS2, SPINK1, SPRED1, SPRED2, STK11, 
STN1, STX11, SUFU, TBXT, TERC, TERF2IP, TERT, TINF2, TMEM127, TP53, TRIM28, TRIM37, TRIP13, TSC1, TSC2, UBE2T, 
VHL, WRAP53, WRN, WT1, XPA, XPC, XRCC2 

#3: CNV analysis only 

#4: including additional MLPA 
#5: limited analysis 
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Informed consent to genetic testing according to the Genetic Diagnostics Act (GenDG) 

Patient / Person being tested 

 

 ...................................................................................................................................................... 

Family name, first name                                                                                         Date of birth 
 
....................................................................................................................................................................................................... 
Address 

I have been informed about the significance and consequences of the planned genetic analyses and I have had sufficient time for 
questions and reflection. I have received a patient information sheet (see QR code). I have no further questions. I am aware that I 
can revoke my consent at any time. 

With my signature, I consent / confirm consent on behalf of my relatives / the person for whom I have custody, to the collection of 
the necessary blood / tissue samples and agree that the findings may be stored in the UKHD patient data system as an aid to 
diagnosis: 

 

................................................................................................................................................................................................................ 

In the course of the planned examination(s), the analysis /analyses may reveal genetic alterations that are not 
directly related to the indication of the analysis. Such incidental findings may be medically relevant – or possibly 
become relevant later in life – however, receiving a genetic test result may also cause distress, be burdensome and / 
or have implications for your life and future. 

As a person capable of giving consent, I would like to be informed about incidental findings concerning 
myself / the person in my custody. 

 yes 

 no 

Specificities when performing genetic testing on children: 

I would like to be informed about incidental findings that are of potential clinical significance for my child 
during childhood / adolescence. 

Incidental findings will always be reported - at the discretion of the competent physician - if withholding or failure to 
act upon them would result in harm to the child.  

I would also like to be informed about incidental findings that will only be of clinical significance for my child 
during adulthood (adult-onset conditions) 

 yes 

 no 

 

 yes 

 no 

The GenDG stipulates that sample material should be destroyed when no longer required for the testing for which it 
was requested. 

I consent to the storage of the sample material and its use for results verification, future genetic analyses of 
myself and within the context of my family and for quality assurance. 

 yes 

 no 

Surplus material is an important source for quality assurance and for scientific purposes; it is kept encoded, which 
makes it impossible for unauthorized individuals to attribute the sample to you / your relatives / the person in your 
custody. 

I consent to the use of remaining sample material to aid medical teaching and research. 

 yes 

 no 

I allow that the medical and genetic data that has been collected from me / my relatives / the person for 
whom I have custody, may be used for scientific purposes in a (partially) coded form and under anonymized 
conditions be published in scientific journals.  

 yes 

 no 

The GenDG stipulates that results of genetic analyses ought to be destroyed after 10 years. However, this data could 
become important for you / your child / the person in your custody and other family members in the future.  

I agree to the storage of genetic data and analysis results beyond the legally defined period. 

 yes 

 no 

 

....................................................... ...................................................................................................................................................... 

Place, date                              Signature of patient / person to be examined / legal representative  

 

………………………………………………………………………………………………………………………………………………………. 

Name of Treating Physician                           Signature of Treating Physician 
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Nur für Privatpatienten und Selbstzahler 

 
 
Kostenübernahmeerklärung 

Mir ist bewusst, dass ich für alle anfallenden Kosten selbst aufkommen muss und ich erkläre mich 
ausdrücklich bereit, diese zu begleichen. Sollte ich bei Einreichung der Rechnung bei meiner privaten 
Krankenversicherung/Krankenkasse einen Teil der Kosten nicht erstattet bekommen, erkläre ich mich 
ausdrücklich bereit, die Restkosten im vollen Umfang selbst zu bezahlen. Auf Wunsch kann vor der 
Diagnostik ein Kostenvoranschlag ausgestellt werden, Ansprechpartner dafür ist das Befundsekretariat der 
humangenetischen Diagnostik. 
 

Information und Einverständnis zur gemeinsamen Abrechnung nach GOÄ durch die 

Firma unimed 

Ich bin informiert und einverstanden, dass die Liquidation privat- bzw. wahlärztlicher Leistungen und 
Laborleistungen des Institutes für Humangenetik der Universitätsklinikums Heidelberg durch das externe 
Abrechnungsunternehmen unimed Abrechnungsservice für Kliniken und Chefärzte GmbH, Michael-Uwer-
Straße 17 - 19, 66687 Wadern, kurz unimed erfolgt.  
 
 

Einverständnis zur Datenweitergabe an die Firma unimed 
Weiterhin gebe ich die freiwillige und jederzeit widerrufliche Einwilligung, dass das Universitätsklinikum 
Heidelberg bzw. die liquidationsberechtigten Ärzte die erforderlichen patientenbezogenen persönlichen 
Behandlungsdaten an dieses Unternehmen ausschließlich zur Rechnungsstellung weitergeben dürfen. 
Insofern entbinde ich das Universitätsklinikum Heidelberg bzw. die zur Liquidation berechtigten Ärzten 
ausdrücklich von ihrer ärztlichen Schweigepflicht. Die Mitarbeiter von unimed sind zur Vertraulichkeit im 
Umgang mit Ihren Daten verpflichtet und unterliegen (auch nach Beendigung ihres Beschäftigungsver-
hältnisses) der Verschwiegenheitsflicht nach §203 StGB. Ansonsten wird auf die Informationen gemäß Artikel 
13 und 14 der Europäischen Datenschutzgrundverordnung (DS-GVO) hingewiesen.  
 
 
 

 
_____________________    ___________________                                                                                   

Name der Patienten in Druckbuchstaben     Geburtsdatum 
 
 
 
 
             

Name des Hauptversicherungsnehmers     Geburtsdatum 
 
 
 
 
_____________________________________________________________________________________________    ______ 

                  Ort                                                      Datum                    Unterschrift des/der Patienten/Patientin bzw. 
 Unterschrift des/der Hauptversicherungsnehmers 
 

 

 


